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2. EHEIZ] P ME SIAL i

Hydrophobic

Hydrophilic

Anionic

Cationic

Immobilized Metal Affinity

Preactivated

13 2-21 CiphergenAtel 671X &&/F<l ProteinChip®

v] =+ o] Ciphergen BiosystemsAt= Molecular Analytical Systems A}
ol A 7]4o]d W& SELDI-TOF MS EX#Xd Es & ¢4y
systemS AH|A~3ta glow ofe] gwmAS g 7o uAET 9
= protein arrayS Svfslar QQa(Z¥ 2-21), oln] ¢ BMSAME

23 o] AxaWS FEIE 5 A Aﬂﬁlz#szi B g3 A4S Al

S L]
iy 53 B3g AEY A A glo] ARE adE dWdF
of AH ¥, A&H#A3 EAM(energy absorbing molecule) #7134
RbE AR R MS 240 Thss AdAzke 24 @58 = vk
71E 22 AU EHe R 2d ot
i, A Hd 8l dmASs &AL Sl & oqle] dlEEA e
folslrt,  Ciphergene <+ AFALe] protein arrayE  Applied
Biosystems (ABDAFe] ABI's QSTAR Pulsar mass spectrometerol] A}
d = AT interface 7|EE AlFeti olE FFOE Fvjer|E dt
Ak dd A Aoli= Tandem MS7F ©f && % olgles olf% #

23 Aoz Holy),
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2) Zyomyx

Zyomyx AR= lem®e] @A) 10,0007 ZH7] & w@h A S capture
agents AF-&3sto]l ASIAIZ = Q= dWAF prototypes 7NEIA
oW (LY 2-22), 718 @A Jfde] olgE HHV|=E WY Fol
AT T AF Ao HAag A= Cambridge Antibody
Technology, Dyax, BD Biosciences 53 A Asle] #+& 7|48 F73F
Qom WAz & ~74= Axon Instrument®} ¥EOE 7
s od ZId AHH A dAE FASEA @i Edy A A
AN HL F2E KHolal Utk

=
o =
i
ol
o

rr

An erample ot & Tyoemys Progein Beochip prodotype

i condaining 10,000 addreviabile ipols per cm<

O3 2-22 ZyomyxAt R ELEIS| prototype

3) Phylos

Phylos AF+= protein-encoding RNA library &, target T o] tf g
binding site® ZF8% 4 3= nucleic-acid-polypeptide %%}9] library

E st WHe R H=53E 538 AvHUS 6,214,553, 6,258558).
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T3k 2FALe] PROfusion 7]14 (19 2-23)8 o] &3 Ao A F:xpat
(apoptosis)ol] #HFE Eo] gdwd 40o]FS& Eeldts v Auesdcta

Wzl

O

PROfusion™ Technology

in vitro covalent linkage of a protein (phenotype) to its encoding messe nger
RNA (genotype)

A) A Puromycin is covalently attached to the 3' end of MRNA using a synthetic linker.
During in vitro translation, a ribosome moves along the mRNA to generate a nascent protein.

(B) The C-terminus of the nascent protein covalently links to the puromycin, and the fusion is
purified from the lysate containing the ribosomes. The protein is thus bound to its own
mMRNA, resulting in the PROfusion molecule.

—protein

puromyein= ¥¢ PROfusion™ Selections

(oNa]

; Tramsription

Transetipeen _—{2) mRNA Libeary }

" a—ml g 'L
k 4 T linker

e

(€3]

E
DNA Paol

a2l 2-23 Profusion 71&2 BAE

4) Biosite Diagnostics

2001 49 v]= San Diego°l 2+ Biosite Diagnostics AbE A7
A wUEHE POC (point-of-care) 703 ¢ microfluidic ¥ &EH Al
¥l Triage® CardiacS 7/N#al9itl. A4 #ag vz
2] Myoglobin, CK-MB, Troponin I o] tha] So|& o= S}

=45 ofteld sto EAANERFE olE &4 ik #4515
U FAlo =3 4= 2t} Microcapillary 7325 zt&=
FE ATl FGAA AAETF Ao w A

o8y viA B4R ABHOR wSHES MAHAG

0,

o O

Hgel 4



=2 670nm #eolA volem wgoer oyl Azl gFEdo] FRET
(fluorescence resonance energy transfer)¥+ A& 760nm A& X
Ertlo] 9 =2 o]8&3to] =A%t} Biosite DiagnosticsAtE o] v Al &4
I 54 FAHE A dwdRE gyl 9le] Large Scale

BiologyAFe} 7<= A& ¢ vl At
b) Zeptosens

2292 3)AFel ZeptosenstE planar waveguide 7142 o] &3F9] high
o

throughput®] micro ELISA ArraysE Td3&3t} o] 7|4 ZdEo
2l Y FHe aEA7E 9 ZEEC] FEH(Ta0s E+=
TiO2) & wave guide®(150-200 nm)S FA A 713 4AEo] FH FH )

) E
=23 o] grating 730l o THAY ZHEIEE st Ao

F o EddlAe wewe mUHYE + Q=S g9 Ak
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ZeptoMARK™#} = protein array 7142 /M79 wellote] 350 &9
G A ool Al 4 il 96 well plate EHEE A& 5 97
TE ez Hojded, 23 2-2491 4 ¢t Zo] background A EE =
13, S/N (signal to noise) B]-&% 1008] o F4AA F=E =27

=4 = VeR HukEA v

O

6) Luminex

Luminex AM= suspension array’Hd@< =93¢ LabMAP(laboratory
multiple analyte profiling) bead array 7]1&< /MEsta, Hd
Research & Diagnostics SystemsAtol] 7] o] A& dto] AlZujek A&
25E 9 cytokiness 41 T+ & Fluorokine Map multianlayte
profiling kitE &3}ttt ol&59 7]
el BARAE BY 4 i, FEFAAo] I3 polystyrene
microsphere®}i= H] =(bead) & A}-&
st 5383 2xpd A o m ool A7 A] A= =
A= dHdol] o ¥hg At HE AASE FEY 5 Arh g g

p==4
test tube ol ol H =9 A EE 4175 W Y= Ado] Ak

PN

=& DNA, &4, 84 5
2}

7) HTS Biosystems

-~

SPR Array chip< @A @& 3AtelA #AlS 2ta #H7]=S
W Folth, BlAcore® # < Millenium Pharmaceuticals¥ ¥ 0. &
SPRAC (SPR Array chip)& 71%3ta 9l d©, HTS BiosystemsAt=
grating-coupled SPR®] €& o] &3l microarray HE o 3ol A
g ARkeS 2YHH st 7led SPR FA YA FLEX
CHIP™ 7171& ALstgdr}. o] WL prisme A& BlAcore 7]7)

oF 2] go=2 AHydH EHayg 7|#o grating 7TERE A s
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i

N2 wkgol of 3k SPR angle W35 F2AI71A = it} A=
CD 7}MletE o] &3to] microarray’d©l #F spotel gk whAREo] 7t
Z ZA3to] SPR A E A& 4 duH(¥ 2-25).

H

CCD camera and

Collimated detection optics
light source P \ 00000
0 00000
00000

00000
Incident light \ Reflected light

' “\ AN I Window
Flow path \

Gold-coated sensor
on plastic substrate

% 2-25 FLEX CHIP™ AlAHle] SPR &4 22|

8) Combimatrix

Combimatrix AM= hiological array processorg} £2]= Combimatrix

biochip& 71&3Fal, =92 34k Roche Diagnostics AFeF A3
E PAvk drEA7] <z 7]6ke o] & 3z vy AEdE 1d
ol Agly WEAE o] FojA glom, Z spot well& ©]-&35He] DNA,
] 4 At} “Virtual flasks” 2}
| dllol® ‘Aol AH, A

=
W glo] O F£ 9= 7EE "Hrdgam ¢9a, H+ NASA 7]

H 29998 GyrosAls @A A8 affibody ] libraryE 71Es}
i Q= =ddle] AffibodyAbet A AlFHAAE Lil, CD (compact



disk) ¥ Ele] microfluidic-based protein microarray s & -&7/H&38}7] =
3tk GyrosAtel microfluidic CD platform 7]42 Al 34 *]

B WA @R o2 du BARYEL Hebagy 429 CD

st Fo2 FE & v FHo] S v ARE FAle A
gt o, g o2 ddHe] EXAAS CDYF Ao AV
= FAHo] 93 nanoliter sclae® F38)o] 7} 38},

MALDI-TOF MSE ©]&3%F peptide mappings @3 545 93
ol ARRHAIRE v AR5E FAeHY] Aol ®vrEA dAE] AFES
Aok gt} CD labs o83t CD Aol 738E ZHHol 2ls] 967] <

el digestE Aol sHA71aL, E9AIZ F MALDI matrix®t 9

7l CD7¢2] MALDI target S 7MA] A5 o2 o] 5Htl. 19 2-269) A

Mass spectrum of BSA

showing higher peak intensity

and a greater number of peptides

detected after preparation on the

CD microlaboratory "/"

b i L

Conventional sample
Ll rend

CD treated sample

Co-crystallized peptides
And matrix on the MALDI
target in the CD

Protein digests to -
CD microlaboratory H1h

Single microstructure
The CD is transferred

directly to a MALDI-ToF
instrument for analysis

Digests are applied and concentrated
onto reverse phase chromatographic
columns within the CD

Peptides are desalted Peptides and matrix

and purified co-crystallize

during elution with within the MALDI target
organic solvent areas

containing the (d=300-500 um) on the CD
MALDI matrix

n
=
Ja}

% 2-26 CD LaboratoryE& 0| &¢h CHHA Alze| MAelutd 2 MALDI-TOF MS

2 40
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9} #o] BSA (bovine serum albumin)& ©]-&3F tryptic digestol A
attomole 7}x|¢] =& AQvta Bag vl

10) Quantum Dot

WirHAE2AE Hlo]F #ofd o]&3dl= 3Aks9] shel Quantum
DotAlsE 27| 9F B4 ua} #Fehd Az o] W= nanocrystals ©]
23} laboratory-on-a-bead (Qbeads™) 71€< 71934t} Cadmium
selenide®} #2 F8&A19 348 L3li= semiconductor crystald o] &
sty vheFgh Aol WstE ZR&?}QEH & Aol 7hsste] array
A 2d & ATt olE 2L #HolA
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11) Agilent Technologies

n o] Agilent TechnologiesAt= ApALS] F2417]7] 2 AZEG O] A
2} 7] 43} wl =+ Caliper TechnologiesAte] wlol=Z & 3 A 2}H7]| &S A
gl doel A7|ef wEE g AFowE #4F 4 = Protein 200
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immunosensor .
com Cﬁé Zl%’) A kit
) WWW.
el AR AR R e man s
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PSA ELISA
o ZIekA] ok AP A kit, kit
H}E] E boditech. 3} Z ) A AR O dl
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] Chip
WWW. Aok 73?}/\]‘1?_ Es 2 HCD, HBV,
GILG CI lgci. Sl E RS o] &3t 2e}] o}
Ak oF ;
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LG comy/aboutus/ | Bioelectronics -0} AE7& -
MA7144d| biohtml e 5
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WWW. Protein biochip prototype
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com Multi~Cell chip
Cambridge WWW. Antibody-based . Human
. g . " Y C.lb Antibody-based drug
Antibody | cambridge therapeutic discoverv and development monoclonal
Technology |antihody.com products v P antibodies
WWW. Inteerated dru PROfusion'™ technology £ | TRINECTIN™
Phylos phylos. discofe o rfm o] &3t 100%9 wuld Proteome
com TV prog library 73 Chip
. ' Proteomics DNA capture protein
Somalogic | somalogic. : -
services Aptamer array technology
com
Oxford WWW. . High throughput
) Proteomics .
GlycoScienc 0gs. : proteomics & Drug -
services ;
es com discovery platform
Biosite WWW. Omniclonal ™ Ab Triage”
. i biosite. POC diagnostics technology cardiac, BNP
Diagnostics ) o ) )
com Microfluidic protein chip system
WWW. . Human protein index
Large Scale Protein markers ™ "
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